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NBAF Complete Bibliography 
 
Please note that the list of publications for 2019 will be completed March 2020. 
 
2020 
 

1. Finnegan SR, Nitsche L, Fowler K, Pomiankowski A 2020 Does meiotic drive alter male mate 
preference? Behavioural Ecology in press.  

2. Lieber L, Hall G, Hall J, Berrow S, Johnston E, Gubili C, Sarginson J, Francis M, Dufy C, 
Wintner SP, Doherty PD, Godley BJ, Hawkes LA, Witt MJ, Henderson SM, de Sabata E, Shivji 
MS, Dawson DA, Sims DW, Jones CS, Noble LR (2020) Spatio-temporal genetic tagging of a 
cosmopolitan planktivorous shark provides insight to gene flow, temporal variation and site-
specific re-encounters. Nature Scientific Reports 10, 1661.  

3. Meade, L., Finnegan, S.R., Kad, R., Fowler, K. and Pomiankowski, A. 2020 Maintenance of 
fertility in the face of meiotic drive. American Naturalist in press 

 
Theses 

1. van Lieshout HJ (2020) PhD thesis (University of Leeds) Early-life effects on telomere dynamics 
in European badgers (Meles meles) NBAF-S 

2. Garrett L (2020) PhD Thesis (University of Birmingham) From population to individual: Colony 
dynamics and structure in time and space of a highly social seabird. (NBAF-S) 

 
 
NBAF-E 

1. Truebano M, Robertson SD, Houston SJS, Spicer JI (2020) Ontogeny of osmoregulation in the 
brackishwater amphipod Gammarus chevreuxi. Journal of Experimental Marine Biology and 
Ecology 524, 51312. (10.1016/j.jembe.2020.151312) PILOT 

 
2019  
  
[Joint] 
 

1. Yurchenko A, Recknagel H, Elmer KR (2019) Chromosome-level assembly of the common lizard 
(Lacertidae: Zootoca vivipara) genome. bioRxiv, 2019/520528, 1–22. (NBAF-EL) 	

2. Edgar L. Y. Wong, Bruno Nevado, Owen G. Osborne, Alexander S. T. Papadopulos, Jon R. 
Bridle, Simon J. Hiscock, Dmitry A. Filatov. (2019) Strong divergent selection at multiple loci in 
two closely related species of ragworts adapted to high and low elevations on Mount Etna. 
Molecular Ecology 29, Issue 2. (10.1111/mec.15319) (NBAF-EL)	

 
[NBAF-B] 
 

1. MacAllister S, Mencuccini M, Sommer U, Engel J, Hudson A, Salmon Y, Dexter KG (2019) 
Drought-induced mortality in Scots pine: opening the metabolic black box. Tree Physiology. 
(10.1093/treephys/tpz049) 

 
[NBAF-E] 

1. Cook N, Parker DJ, Turner F, Tauber E, Pannebakker BA, Shuker DM (2018) Genome-wide 
disruption of DNA methylation by 5-aza-2!-deoxycytidine in the parasitioid wasp Nasonia 
vitripennis. BioRxiv 437202. (10.1101/437202)  

2. Dunning LT, Olofsson JK, Parisod C, Choudhury RR, Moreno-Villena JJ, Yang Y, Dionora J, 
Quick WP, Park M, Bennetzen JL, Besnard G, Nosil P, Osborne CP, Christin PA (2019) Lateral 
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transfers of large DNA fragments spread functional genes among grasses. Proceedings of the 
National Academy of Sciences 116, 4416-4425. (10.1073/pnas.1810031116) 

3. Houston RD, Macqueen DJ (2019) Atlantic salmon (Salmo salar L.) Genetics in the 21st century: 
taking leaps forward in aquaculture and biological understanding. Animal Genetics 50, 3-14. 
(10.1111/age.12748) 

4. Walker TW, Weckwerth W, Bragazza L, Fragner L, Forde BG, Ostle NJ, Signarbieux C, Sun X, 
Ward SE, Bardgett RD (2019) Plastic and genetic responses of a common sedge to warming have 
contrasting effects on carbon cycle processes. Ecology Letters 22, 159-169. (10.1111/ele.13178) 

5. Mackintosh AJF, Dominik R Laetsch, Alexander Hayward, Brian Charlesworth, Martin Waterfall, 
Roger Vila, Konrad Lohse (currently in review Nature Comms) The determinants of genetic 
diversity in butterflies - Lewontin's paradox revisited. BioRxiv 534123; (10.1101/534123)  

[NBAF-L] 

1. Cox FG, Newsham KK, Robinson CH (2019) Endemic and cosmopolitan fungal taxa exhibit 
differential abundances in total and active communities of Antarctic soils. Environmental 
Microbiology, 21, 1586-96. (10.1111/1462-2920.14533) 

2. Puissant J, Jones B, Goodall T, Mang D, Blaud A, Gweon HS, Malik A, Jones DL, Clarke IM, 
Hirsch PR, Griffiths R (2019) The pH optimum of soil exoenzymes adapt to long term changes in 
soil pH. Soil Biology and Biochemistry 138, 107601. (10.1016/j.soilbio.2019.107601) 

 [NBAF-S] 
 

1. Britton AW, Murrell DJ, McGill, RAR, Doble CJ, Ramage CI, Day JJ (2019) The effects of land 
use disturbance varies with trophic position in littoral cichlid fish communities from Lake 
Tanganyika. Freshwater Biology (10.1111/fwb.13287)  

2. Cleasby IR, Wakefield ED, Morrissey B, Bodey, TW, Votier SC, Bearhop S, Hamer KC (2019) 
Using time-series similarity measures to compare animal movement trajectories in ecology. 
Behavioral Ecology and Sociobiology 73, 151. (10.1007/s00265-019-2761-1) 

3. Couchoux C & Field J (2019) Parental manipulation of offspring size in social groups: a test using 
paper wasps. Behavioral Ecology & Sociobiology 73, 36. (10.1007/s00265-019-2646-3) 

4. Deakin Z, Hamer KC, Lane J, Sherley RB, Bearhop S, Grecian WJ, Bodey T, Clark B, Morgan G, 
Phillips RA, Wakefield ED, Votier SC (2019) Sex differences in migration and demography of a 
wide-ranging seabird, the northern gannet. Marine Ecology Progress Series 622, 191-201. 
(10.3354/meps12986) 

5. Finnegan SR, White NJ, Koh D, Camus MF, Fowler K, Pomiankowski A (2019) Meiotic drive 
reduces egg-to-adult viability in stalk-eyed flies. Proceedings of the Royal Society London B 286, 
20191414. 

6. Földvári M, Mikó I, Ulmer JM, dos Santos Rolo T, Cs"sz S, Pomiankowski  A, Baumbach T,  van 
de Kamp T (2019) Jumping and grasping: universal locking mechanisms in insect legs. Insect 
Systematics and Diversity 3, 1-16. 

7. Grecian WJ, Williams H, Votier SC, Bearhop S, Cleasby I, Grémillet D, Hamer KC, Le Nuz M, 
Lescroël A, Newton J, Patrick S, Phillips RA, Wakefield ED, Bodey T (2019) Individual spatial 
consistency and dietary flexibility in the migratory behaviour of northern gannets wintering in the 
Northeast Atlantic. Frontiers in Ecology and Evolution 7: (10.3389/ fevo.2019.00214) 

8. Hadjivasiliou Z, and Pomiankowski A (2019) Evolution of the mating type locus with suppressed 
recombination. eLife 8, 48239. 

9. Howie J, Pomiankowski A, Fowler K (2019) Limits to environmental masking quality in sexual 
signals. Journal of Evolutionary Biology 32, 868-877. 

10. Khwaja N, JV Briskie & BJ Hatchwell (2019) Individuality, kin similarity and experimental 
playback of contact calls in cooperatively breeding riflemen. New Zealand Journal of Zoology 
(10.1080/03014223.2019.1587477)   

11. Kleinschmidt B, Burger C, Dorsch M, Nehls G, Heinänen S, Mork#nas J, $ydelis R, Moorhouse-
Gann RJ, Hipperson H, Symondson WOC, Quillfeldt P (2019) The diet of red-throated divers 
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(Gavia stellate) overwintering in the German Bight (North Sea) analysed using molecular 
diagnostics. Marine Biology 166, 77 (10.1007/s00227-019-3523-3). 

12. Lane JV, Spracklen DV, Hamer KC (2019) Effects of windscape on three-dimensional foraging 
behaviour in a wide-ranging marine predator, the northern gannet. Marine Ecology Progress 
Series 628, 183-193. (10.3354/meps13089) 

13. Marjamäki P, Dugdale H, Dawson DA, McDonald RA, Delahay RJ, Burke TA, Wilson AJ (2019) 
Individual variation and the source-sink group dynamics of extra-group paternity in a social 
mammal. Behavioural Ecology, (In press) 

14. Meade L, Dinneen D, Kad R, Lynch DM, Fowler K, Pomiankowski A (2019) Ejaculate sperm 
number compensation in stalk-eyed flies carrying a selfish meiotic drive element. Heredity, 122, 
916-926. 

15. Parsons PJ, Grinsted L, Field J (2019) Partner choice correlates with fine scale kin structuring in 
the paper wasp Polistes dominula. PLoS ONE 14, e0221701. (10.1371/journal.pone.0221701)  

16. Santos TL, Fernandes C, Henley MD, Dawson DA, Mumby HS (2019) Conservation Genetic 
Assessment of Savannah Elephants (Loxodonta africana) in the Greater Kruger Biosphere, South 
Africa. Genes 10, 779. (10.3390/genes10100779) 

17. Tollington S, Ewen JG, Newton J, McGill RAR, Smith D, Henshaw A, Fogell DJ, Tatayah V, 
Greenwood A, Jones CG, Groombridge JJ (2019) Individual consumption of supplemental food as 
a predictor of reproductive performance and viral infection intensity. Journal of Applied Ecology 
(10.1111/1365-2664.13303)   

18. van Boheemen LA, Hammers M, Kingma SA, Richardson DS, Burke T, Komdeur J, Dugdale HL 
(In press) Compensatory and additive helper effects in the cooperatively breeding Seychelles 
warbler (Acrocephalus sechellensis). Ecology and Evolution. 

19. van Lieshout SHJ, Bretman A, Newman C, Buesching CD, Macdonald DW, Dugdale HL. 2019. 
Individual variation in early-life telomere length and survival in a wild mammal. Molecular 
Ecology 28, 4152–4165 
 

Theses 
 

1. Leedale AE (2018) PhD thesis (University of Sheffield) Function and mechanisms of kin 
recognition in long-tailed tits. NBAF-S 	

2. Saxon	 AD	 (!"#$ )	 PhD	 thesis	 (University	 of	 Bristol)	 The	 effects	 of	 ecological	 and	 genetic	
variation	on	fitness	in	the	rainforest	fruit	fly	Drosophila	birchii.	NBAF-ES		

3. Recknagel H (2018) PhD Thesis (University of Glasgow) Environmental constraints and genetic 
basis for the evolution of viviparity. (NBAF-EL) 

4. Kerth, Claudius (2018) PhD thesis (University of Sheffield) RAD and the demographic history of 
a hybrid zone - new insights into the evolution of hybrid sterility. (NBAF-E) 

 
 
 

1. Barnett R (2019) PhD thesis (The University of Birmingham) The Biology of Suspended 
Animation. (NBAF-B)  

2. Doble C (viva Nov 2019) PhD Thesis (University College London) Testing the potential of 
Environmental DNA methods for surveying Lake Tanganyika’s highly diverse fish communities. 
(NBAF-S) 

3. dos Santos DJF (viva Dec 2019) PhD Thesis (University of Sheffield) Evolutionary ecology of 
health in Asian elephants. (NBAF-S) 

4. Goodsell R (2019) PhD Thesis (University of Sheffield) Investigating the drivers of arthropod 
diversity in agro-ecosystems using metabarcoding. (NBAF-S) 

5. Hosegood J (2019) PhD Thesis (University of Bangor) Genomic tools for conservation and 
management of manta and devil rays (Mobula spp.). (NBAF-S)  

6. Kleinschmidt B (2019) PhD Thesis (Cardiff University) Diet analysis of Seabirds (Red-throated 
Divers and Scopoli’s shearwater) in relation to habitat use, human activities and movement 
ecology. (NBAF-S) 

7. Leedale AE (2018) PhD thesis (University of Sheffield) Function and mechanisms of kin 
recognition in long-tailed tits. (NBAF-S) 
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8. Marjamaki P (2019) PhD Thesis (University of Exeter) The genetic basis of variation in bovine 
tuberculosis infection, progression and diagnosis in a wild animal host. (NBAF-S) 

9. Mitchell L (2019) PhD Thesis (University of York) The influence of environmental variation on 
the breeding and foraging of the European nightjar. (NBAF-S) 

10. Pellicer P (2019) PhD Thesis (Imperial College London) Composition and development of gut 
microbiota in birds. (NBAF-S) 	

11. Stockdale JE (2019) PhD thesis. Using high-throughput sequencing to track habitat use by 
thrushes exploiting heterogeneous farmland landscapes. (NBAF-S) 
 

Other 

1. Khalilur Rahman O (2019) Talk: The response of parasite-host interactions to habitat 
fragmentation, a multi-trophic level approach. 18 February 2019, Queen Mary University of 
London (NBAF-S)  

2. Laetsch DR, Population genomics of swallowtail butterflies: Iphiclides podalirius and I. 
feisthamelii, Popgroup meeting, Oxford Brookes, 01/2019  (NBAF-E) 

3. Laetsch DR, Butterfly speciation genomics, PacBio launch symposium Edinburgh, 02/2019  
(NBAF-E) 

4. Richardson D NERC grant using pilot data Gut microbiome variation, fitness and senescence 
within a natural vertebrate population, University of East Anglia, NE/S010939/1 (NBAF-L) 

5. Walton W, Comparative Phylogeography in European Hymenopteran Parasitoids, Popgroup 
meeting, Oxford Brookes, 01/2019 (NBAF-E) 
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2018 
 
[Joint] 

1. Armstrong C, Richardson DS, Hipperson H, Horsburgh GJ, Küpper C, Percival-Alwyn L, Clark 
M, Burke T, Spurgin LG (2018) Genomic associations with bill length and disease reveal drift and 
selection across island bird populations. Evolution Letters 2, 22–36. (10.1002/evl3.38) (NBAF-ES) 

2. Bianconi ME, Dunning LT, Moreno-Villena JJ, Osborne CP, Christin PA (2018) Gene duplication 
and dosage effects during the early emergence of C4 photosynthesis in the grass genus 
Alloteropsis. Journal of Experimental Botany 8, 1967–1980. (10.1093/jxb/ery029) (NBAF-EL) 

3. Clark MS, Thorne MAS, King M, Hipperson H, Hoffman JI, Peck LS (2018) Life in the intertidal: 
cellular responses, methylation and epigenetics. Functional Ecology (10.1111/1365-2435.13077)  
(NBAF-ES) 

4. Clucas GV, Younger JL, Kao D, Rogers AD, Bost C, Handley J, Miller G, Crofts S, Gharbi K, 
Miller KJ, Hart T (2018) Comparative population genomics in Antarctica: ecological & 
evolutionary factors driving patterns of intraspecific genetic variation in Antarctic and sub-
Antarctic penguins. Molecular Ecology 27, 4680-4697. (10.1111/mec.14896) (NBAF-ES) 

5. Fecchio A, Bell J, Collins M, Farias I, Trisos C, Tobias JA, Tkach V, Weckstein J, Ricklefs R, 
Batalha-Filho H (2018) Diversification by host-switching and dispersal shaped the diversity and 
distribution of avian malaria parasites in Amazonia. Oikos 127, 1233–1242. (10.1111/oik.05115) 
(NBAF-ES) 

6. Hackel J, Vorontsova MS, Nanjarisoa OP, Hall RC, Razanatsoa J, Malakasi P, Besnard G (2018) 
Grass diversification in Madagascar: In situ radiation of two large C3 shade clades and support for 
a Miocene to Pliocene origin of C4 grassy biomes. Journal of Biogeography 45, 750-461. 
(10.1111/jbi.13147) (NBAF-ES) 

7. Verspoor RL, Smith JM, Mannion NL, Hurst GD, Price TA (2018) Strong hybrid male 
incompatibilities impede the spread of a selfish chromosome between populations of a fly. 
Evolution Letters 2, 169-179. (10.1002/evl3.55) (NBAF-LS) 

8. Wanelik KM, Begon M, Birtles RJ, Bradley JE, Friberg IM, Jackson JA, Taylor CH, Thomason 
AG, Turner AK, Paterson S (2018) A candidate tolerance gene identified in a natural population of 
field voles (Microtus agrestis). Molecular Ecology 27, 1044–1052. (10.1111/mec.14476) NBAF-
LS) 

9. Wenzel MA, Douglas A, Piertney SB (2018) Microbiome composition within a sympatric species 
complex of intertidal isopods (Jaera albifrons). PLoS ONE 13, 0202212. 
(10.1371/journal.pone.0202212) (NBAF-EL)  

  
[NBAF-E] 

1. Bates KA, Clare FC, O’Hanlon S, Bosch J, Brookes L, Hopkins K, McLaughlin E, Daniel 
O, Garner TWJ, Fisher MC, Harrison XA (2018) Amphibian chytridiomycosis outbreak dynamics 
are linked with host skin bacterial community structure. Nature Communications 9, 693. 
(10.1038/s41467-018-02967-w)  

2. Bunnefeld L, Hearn J, Stone GN, Lohse K (2018) Whole genome data reveal the complex history 
of a diverse ecological community. Proceedings of the National Academy of Sciences of the 
United States of America. (10.1101/233759)  

3. Bush SJ, Muriuki C, McCulloch MEB, Farquhar IL, Clark EL, Hume DA (2018) Assembly and 
validation of conserved long non-coding RNAs in the ruminant transcriptome. BioRXiv 
(10.1101/253997) 

4. Cook N, Boulton RA, Green J, Trivedi U, Tauber E, Pannebakker BA, Ritchie MG, Shuker DM 
(2018) Differential gene expression is not required for facultative sex allocation: a transcriptome 
analysis of brain tissue in the parasitoid wasp Nasonia vitripennis. Royal Society Open Science 5, 
171718 (10.1098/rsos.171718).  
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5. De la Filia AG, Andrewes S, Clark JM, Ross L (2018) The unusual reproductive system of head 
and body lice (Pediculus humanus). Medical and Veterinary Entomology 32, 226-234. 
(10.1111/mve.12287) 

6. Dugdale HL, Richardson DS (2018) Heritability of telomere variation: it’s all about the 
environment! Philosophical Transactions of the Royal Society B 373, 20160450. 
(10.1098/rstb.2016.0450)  

7. Fields PD, Obbard DJ, McTaggart SJ, Galimov Y, Little TJ, Ebert D (2018) Mitogenome 
phylogeographic analysis of a planktonic crustacean. Molecular Phylogenetics and Evolution 129, 
138-148. (10.1016/j.ympev.2018.06.028) 

8. Fisher MC, Pria Ghosh, Jennifer M. G. Shelton, Kieran Bates, Lola Brookes, Claudia Wierzbicki, 
Gonçalo M. Rosa, Rhys A. Farrer, David M. Aanensen, Mario Alvarado-Rybak, Arnaud Bataille, 
Lee Berger, Susanne Böll, Jaime Bosch, Frances C. Clare, Elodie Courtois, Angelica Crottini, 
Andrew A. Cunningham, Thomas M. Doherty-Bone, Fikirte Gebresenbet, David J. Gower, Jacob 
Höglund, Timothy Y. James, Thomas S. Jenkinson, Tiffany A. Kosch, Carolina Lambertini, Anssi 
Laurila, Chun-Fu Lin, Adeline Loyau, An Martel, Sara Meurling, Claude Miaud, Pete Minting, 
Serge Ndriantsoa, Frank Pasmans, Tsanta Rakotonanahary, Falitiana C. E. Rabemananjara, Luisa 
P. Ribeiro, Dirk S. Schmeller, Benedikt R. Schmidt, Lee Skerratt, Freya Smith, Claudio Soto-
Azat, Giulia Tessa, Luís Felipe Toledo, Andrés Valenzuela-Sánchez, Ruhan Verster, Judit Vörös, 
Bruce Waldman, Rebecca J. Webb, Che Weldon, Emma Wombwell, Kelly R. Zamudio, Joyce E. 
Longcore, Trenton W. J. Garner. (2018) Development and worldwide use of non-lethal, and 
minimal population-level impact, protocols for the isolation of amphibian chytrid fungi. Scientific 
Reports 8, 7772. (10.1038/s41598-018-24472-2)  

9. Lackmann F, Belikov S, Burlacu E, Granneman S, Wieslander L (2018) Maturation of the 90S 
pre-ribosome requires Mrd1 dependent U3 snoRNA and 35S pre-rRNA structural rearrangements. 
Nucleic Acids Research 46, 3692–3706. (10.1093/nar/gky036)  

10. McMullan M, Rafiqi M, Kaithakottil G, Clavijo BJ, Bilham L, Orton E, Percival-Alwyn L, Ward 
BJ, Edwards A, Saunders DGO, Garcia Accinelli G, Wright J, Verweij W, Koutsovoulos G, 
Yoshida K, Hosoya T, Williamson L, Jennings P, Ioos R, Husson C, Hietala AM, Vivian-Smith A, 
Solheim H, MaClean D, Fosker, C Hall N, Brown JKM, Swarbreck D, Blaxter M, Downie JA, 
Clark MD (2018) The ash dieback invasion of Europe was founded by two genetically divergent 
individuals. Nat Ecol Evol 2, 1000-1008. (10.1038/s41559-018-0548-9) 

11. Moran PA, Pascoal S, Cezard T, Risse JE, Ritchie MG, Bailey NW (2018) Opposing patterns of 
intraspecific and interspecific differentiation in sex chromosomes and autosomes. Molecular 
Ecology 27, 3905-3924. (10.1111/mec.14725) 

12. Nicholls JA, Schönrogge K, Preuss S, Stone GN (2018) Partitioning of herbivore hosts across time 
and food plants promotes diversification in the Megastigmus dorsalis oak gall parasitoid complex. 
Ecology and Evolution 8, 1300–1315. (10.1002/ece3.3712)  

13. O'Hanlon SJ, Rieux A, Rhys A. Farrer, Gonçalo M. Rosa, Bruce Waldman, Arnaud Bataille, 
Tiffany A. Kosch, Kris Murray, Balázs Brankovics, Matteo Fumagalli, Michael D. Martin, Nathan 
Wales, Mario Alvarado-Rybak, Kieran A. Bates, Lee Berger, Susanne Böll, Lola Brookes, Frances 
Clare, Elodie A. Courtois, Andrew A. Cunningham, Thomas M. Doherty-Bone, Pria Ghosh, David 
J. Gower, William E. Hintz, Jacob Höglund, Thomas S. Jenkinson, Chun-Fu Lin, Anssi Laurila, 
Adeline Loyau, An Martel, Sara Meurling, Claude Miaud, Pete Minting, Frank Pasmans, Dirk 
Schmeller, Benedikt R. Schmidt, Jennifer M. G. Shelton, Lee F. Skerratt, Freya Smith, Claudio 
Soto-Azat, Matteo Spagnoletti, Giulia Tessa, Luís Felipe Toledo, Andrés Valenzuela-Sánchez, 
Ruhan Verster, Judit Vörös, Rebecca J. Webb, Claudia Wierzbicki, Emma Wombwell, Kelly R. 
Zamudio, David M. Aanensen, Timothy Y. James, M. Thomas P. Gilbert, Ché Weldon, Jaime 
Bosch, François Balloux, Trenton W. J. Garner, Fisher MC (2018) Recent Asian origin of chytrid 
fungi causing global amphibian declines Science 360, 621-627. (10.1126/science.aar1965)  

14. Parker DJ, Wiberg RAW, Trivedi U, Tyukmaeva VI, Gharbi K, Butlin RK, Hoikkala A, Kankare 
M, Ritchie MG (2018) Inter- and intra-specific genomic divergence in Drosophila montana shows 
evidence for cold adaptation. Genome Biology & Evolution 10, 2086-2101. (10.1093/gbe/evy147) 

15. Price J, Harrison MC, Hammond RL, Adams S, Gutierrez-Marcos JF, Mallon EB (2018) 
Alternative splicing associated with phenotypic plasticity in the bumble bee Bombus terrestris 
Molecular Ecology 27, 1036-1043. (10.1111/mec.14495) 
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16. Selvaraj BT, Livesey MR, […] Chandran S (2018) C9ORF72 repeat expansion causes 
vulnerability of motor neurons to Ca2+-permeable AMPA receptor-mediated excitotoxicity. 
Nature Communications 9, 347. (10.1038/s41467-017-02729-0) 

17. Smith SL, Senn HV, Pérez-Espona S, Wyman MT, Heap E, Pemberton JM (2018) Introgression of 
exotic Cervus (nippon and canadensis) into red deer (Cervus elaphus) populations in Scotland and 
the English Lake District. Ecology and Evolution 8, 2122-2134. (10.1002/ece3.3767)  

18. Tills O, Truebano M, Feldmeyer B, Pfenninger M, Morgenroth H, Schell T, Rundle SD (2018) 
Transcriptomic responses to predator kairomones in embryos of the aquatic snail Radix balthica. 
Ecology and Evolution 31, 79–12. (10.1002/ece3.4574) 

19. Valenzuela-Sánchez A, O'Hanlon SJ, Alvarado-Rybak M, Uribe-Rivera DE. Cunningham AA, 
Fisher MC, Soto-Azat C (2017) Genomic epidemiology of the emerging pathogen 
Batrachochytrium dendrobatidis from native and invasive amphibian species in Chile. 
Transboundary and Emerging Diseases. 00:1. (10.1111/tbed.12775)  

20. Young R, Bush SJ, Lefevre L, McCulloch MEB, Lisowski ZM, Muriuki C, Waddell LA, Sauter 
KA, Pridans C, Clark EL, Hume DA (2018) Species-specific transcriptional regulation of genes 
involved in nitric oxide production and arginine metabolism in macrophages. 
ImmunoHorizons 2, 27-37. (10.4049/immunohorizons.1700073) 

21. Wang X, Gussarova G, Ruhsam M, de Vere N, Metherell C, Hollingsworth PM, Twyford AD 
(2018) DNA barcoding a taxonomically complex hemiparasitic genus reveals deep divergence 
between ploidy levels but lack of species-level resolution. AoB PLANTS 10, ply026 
(10.1093/aobpla/ply026) 

 
[NBAF-L] 

1. Adriaenssens EM, Farkas K, Harrison C, Jones DL, Allison HE, McCarthy AJ (2018) Viromic 
analysis of wastewater input to a river catchment reveals a diverse assemblage of RNA viruses. 
mSystems 3, e00026-18. (10.1128/mSystems.00025-18) 

2. Bray AW, Stewart DI, Courtney R, Rout SP, Humphreys PN, Mayes WM, Burke IT (2018) 
Sustained bauxite residue rehabilitation with gypsum and organic matter 16 years after initial 
treatment. Environmental Science & Technology 52, 152–161. (10.1021/acs.est.7b03568)  

3. Gaither MR, Gkafas GA, de Jong M, Sarigol F, Neat F, Regnier T, Moore D, Gr%cke DR, Hall N, 
Liu X, Kenny J, Lucaci A, Hughes M, Haldenby S, Hoelzel AR (in press) Genomics of habitat 
choice and adaptive evolution in the deep sea.  Nature Ecology & Evolution 2, 680-687. 
(10.1038/s41559-018-0482-x) 

4. Grébert T, Doré H, Partensky F, Farrant GK, Boss E, Picheral M, Guidi L, Pesant S, Scanlan DJ, 
Wincker P, Acinas SG, Kehoe DM, Garczarek L (2018) Light color acclimation: a key process in 
the global ocean distribution of Synechococcus cyanobacteria. Proceedings of the National 
Academy of Sciences of the United States of America 115, E2010-2019. 
(10.1073/pnas.1717069115)   

5. Hicks N, Liu X, Gregory R, Kenny J, Lucaci A, Lenzi L, Paterson DM, Duncan KR (2018) 
Temperature driven changes in benthic bacterial diversity influences biogeochemical cycling in 
coastal sediments. Frontiers in Microbiology 9, 1730. (10.3389/fmicb.2018.01730)  

6. Jones JC, Fruciano C, Marchant J, Hildebrand F, Forslund K, Bork P, Engel P, Hughes 
WOH (2018) The gut microbiome is associated with behavioural task in honey bees. Insectes 
Soc 65, 419-429 (10.1007/s00040-018-0624-9) 

7. Jones JC, Fruciano C, Hildebrand F, Al Toufailia H, Balfour N, Bork P, Engel P, Ratnieks FLW, 
Hughes WOH (2018) Gut microbiota composition is associated with environmental landscape in 
honey bees. Ecology and Evolution 8, 441-451. (10.1002/ece3.3597) 

8. Landsberger M, Gandon S, Meaden S, Rollie C, Chevallereau A, Chabas H, Buckling A, Westra 
ER, van Houte S (2018) anti-CRISPR phages cooperate to overcome CRISPR-Cas Immunity. Cell 
174, 908-916.e12. (10.1016/j.cell.2018.05.058).  

9. Livingstone PG, Morphew RM, Whitworth DE (2018) Genome sequencing and pan-genome 
analysis of 23 corallococcus spp. strains reveal unexpected diversity, with particular plasticity of 
predatory gene sets. Front. Microbiol. 9, 3187. (10.3389/fmicb.2018.03187)  
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10. Moody SC, Dudley E, Hiscox J, Boddy L, Eastwood DC (2018) Interdependence of primary 
metabolism and xenobiotic mitigation characterizes the proteome of Bjerkandera adusta during 
wood decomposition. Applied and Environmental Microbiology 84, e01401-17. 
(10.1128/AEM.01401-17) 

11. Newsham KK, Garnett MH, Robinson CH, Cox FG (2018) Discrete taxa of saprotrophic fungi 
respire different ages of carbon from Antarctic soils. Scientific Reports 8, 7866. (10.1038/s41598-
018-25877-9)  

12. Niepoth N Ellers J, Henry LM (2018) Symbiont interactions with non-native hosts limit the 
formation of new symbioses. BMC Evolutionary Biology 18, 27. (10.1186/s12862-018-1143-z) 

13. Nowell RW, Almeida P, Wilson C, Smith T, Fontanero D, Crisp A (…) Barraclough T (2018) 
Comparative genomics of bdelloid rotifers: Insights from desiccating and nondesiccating species. 
PLoS Biology 16, e2004830. (10.1371/journal.pbio.2004830) 

14. Pascoal S, Liu X, Fang Y, Paterson S, Ritchie MG, Rockliffe N, Zuk M,  Bailey NW (2018) 
Increased socially-mediated plasticity in gene  expression accompanies rapid evolution. Ecology 
Letters 21, 546-556. (10.1111/ele.12920) 

15. Pittera J, Jouhet J, Breton S, Garczarek L, Partensky F, Maréchal E, Nguyen NA, Doré H, Ratin 
M, Pitt FD, Scanlan DJ, Six C (2018) Thermoacclimation and genome adaptation of the 
membrane lipidome in marine Synechococcus. Environmental Microbiology 20, 612-631. 
(10.1111/1462-2920.13985)  

16. Puxty RJ, Evans DJ, Millard AD, Scanlan DJ (2018) Energy limitation of cyanophage 
development: implications for marine carbon cycling. The ISME Journal 12, 1273-1286. 
(10.1038/s41396-017-0043-3) 

17. Taylor CH, Wanelik KM, Friberg IM, Lowe A, Hall AJ, Ralli C, (…) Bradley JE (2018) 
Physiological, but not fitness, effects of two interacting haemoparasitic infections in a wild rodent. 
International journal for Parasitology 48, 463-471. (10.1016/j.ijpara.2017.11.006) 

18. Vidal-Dura A, Burke IT, Mortimer RJG, Stewart DI (2018) Diversity patterns of benthic bacterial 
communities along the salinity continuum of the Humber estuary (UK). Aquatic Microbial 
Ecology 81, 277-291. (10.3354/ame01875) 

19. Wanelik KM, Begon M, Birtles RJ, Bradley JE, Friberg IM, Jackson JA (…) Paterson S (2018) A 
candidate tolerance gene identified in a natural population of field voles (Microtus agrestis). 
Molecular Ecology 27, 1044-1052. (10.1111/mec.14476)  

20. Williams BAP, Hamilton KM, Jones DM, Bass D (2018) Group-specific environmental 
sequencing reveals high levels of ecological heterogeneity across the microsporidian radiation. 
Environmental Microbiology Reports 10, 328-336. (10.1111/1758-2229.12642) 

21. Wilson C, Nowell R, Barraclough T (2018) Cross-contamination explains “Inter and intraspecific 
horizontal genetic transfers” between asexual bdelloid rotifers. Current Biology 28, 2436–
2444.e14 (10.1016/j.cub.2018.05.070) 

 
 
[NBAF-S] 

1. Benton CH, Delahay RJ, Smith FAP, Robertson A, McDonald RA, Young AJ, Burke TA, 
Hodgson D (2018) Inbreeding intensifies sex� and age�dependent disease in a wild mammal. 
Animal Ecology 87, 1500-11. (10.1111/1365-2656.12878)  

2. Bhattacharyya S, Dawson DA, Hipperson H, Ishtiaq F (2018) A diet rich in C3 plants reveals the 
sensitivity of an alpine mammal to climate change. Molecular Ecology. (10.1111/mec.14842) 

3. Bradshaw PJ, Broderick AC, Carreras C, Fuller WJ, Snape RTE, Wright LI, Godley BJ (2018) 
Defining conservation units with enhanced molecular tools to reveal fine scale structuring among 
Mediterranean green turtle rookeries. Biological Conservation, 222, 253-260. 
(10.1016/j.biocon.2017.12.014) 

4. Cunningham C, Parra JE, Coals L, Beltrán M, Zefania S, Székely T (2018) Social interactions 
predict genetic diversification: an experimental manipulation in shorebirds. Behavioral Ecology 
29, 609–618. (10.1093/beheco/ary012). 

5. Dunn JC, Stockdale JE, Moorhouse-Gann RJ, McCubbin A, Hipperson H, Morris AJ, Grice PV, 
Symondson WOC (2018) The decline of the turtle dove: dietary associations with body condition 
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and competition with other columbids analysed using high throughput sequencing. Molecular 
Ecology 27, 3386-3407. (10.1111/mec.14766) 

6. Field JP, Accleton C, Foster WA (2018) Crozier’s effect and the acceptance of intraspecific brood 
parasites. Current Biology 28, 3267-3272. (10.1016/j.cub.2018.08.014) 

7. Fish KE, Boxall JB (2018) Biofilm microbiome (re)growth dynamics in drinking water 
distribution systems are impacted by chlorine concentration. Frontiers in Microbiology 9, 2519. 
(10.3389/fmicb.2018.02519) 

8. Green JP, Hatchwell BJ (2018) Inclusive fitness consequences of dispersal decisions in 
cooperatively breeding bird, the long-tailed tit (Aegithalos caudatus). Proceedings of the National 
Academy of Sciences 115, 12011-12016. (10.1073/pnas.1815873115) 

9. Grinsted L, Field J (2018) Predictors of nest growth: diminishing returns for subordinates in the 
paper wasp Polistes dominula. Behavioral Ecology & Sociobiology 72, 88. (10.1007/s00265-018-
2502-x)  

10. Khwaja N, Preston SAJ, Briskie JV, Hatchwell BJ (2018) Testing the predictions of sex allocation 
hypotheses in a dimorphic cooperative breeder. Ecology and Evolution 8, 3693-
3701. (10.1002/ece3.3934) 

11. Leedale AE, Sharp SP, Simeoni M, Robinson EJH & Hatchwell BJ (2018) Fine-scale genetic 
structure and helping decisions in a cooperatively breeding bird. Molecular Ecology 27, 1714-
1726. (10.1111/mec.14553) 

12. Meade LC, Dinneen D, Kad R, Lynch DM, Fowler K, Pomiankowski A (2018) Ejaculate sperm 
number compensation in stalk-eyed flies carrying a selfish meiotic drive element. Heredity 
(10.1038/s41437-018-0166-y) 

13. Moorhouse-Gann RJ, Dunn JC, de Vere N, Goder M, Cole N, Hipperson H, Symondson WOC 
(2018) New universal ITS2 primers for high-resolution herbivory analyses using DNA 
metabarcoding in both tropical and temperate zones. Scientific Reports 8, 8542. (10.1038/s41598-
018-26648-2) 

 
 
Theses 

1. Armstrong C (2018) PhD Thesis (University of East Anglia) The role of pathogens in shaping 
genetic variation within and among populations in an island bird. (NBAF-ES)  

2. Bain S (2018) PhD Thesis (University of Edinburgh) Epigenetic mechanisms underlying Paternal 
Genome Elimination (NBAF-E) 

3. Belen Arias M (2018) PhD Thesis (Imperial College) Global and local population genetics of the 
Mediterranean fruit fly, Ceratitis capitata, an invasive pest of fruit crops. (uk.bl.ethos.762167) 
(NBAF-E) 

4. Bradbury J (2017) PhD Thesis (University of Birmingham) Computational hypothesis generation 
with genome-wide metabolic reconstructions: in-silico prediction of metabolic changes in the 
freshwater model organism Daphnia to environmental stressors (uk.bl.ethos.760328) (NBAF-B)  

5. Britton A (2018) PhD Thesis (University College London) Assessing human impacts on cichlid 
fish communities from the biodiversity hotspot Lake Tanganyika. (NBAF-S) 

6. Curran EV (2018) PhD Thesis (University of Sheffield) An exploration of the parallel evolution of 
iridescent structural colour in Heliconius butterflies. (uk.bl.ethos.762565) (NBAF-E) 

7. de la Filia A (2018) PhD Thesis (University of Edinburgh) Intragenomic conflict under paternal 
genome elimination. (NBAF-E) 

8. Devaynes A (2018) PhD Thesis (Edge Hill University) Bacterial and ectoparasitic challenges 
imposed on Cyanistes caeruleus (blue tit) during nesting. (uk.bl.ethos.761610) (NBAF-S) 

9. Griffiths SM (2018) PhD Thesis (Manchester Metropolitan University) Molecular approaches in 
conservation and ecology research in marine sponges. (uk.bl.ethos.740478) (https://e-
space.mmu.ac.uk/620378/) (NBAF-L) 

10. Lane JV (2018) PhD Thesis (University of Leeds) Three-dimensional foraging ecology of gannets. 
(uk.bl.ethos.766447) (NBAF-S)  

11. Moorhouse-Gann RJ (2018) PhD Thesis (Cardiff University) Ecological replacement as a 
restoration tool: disentangling the impacts and interactions of Aldabran giant tortoises 
(Aldabrachelys gigantean) using DNA metabarcoding. (NBAF-S) 
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12. Mordue S (2018) PhD Thesis (Newcastle University) How does the spatial and social Dynamics 
of the Natterer’s bat Myotis nattereri affect disease transmission and conservation? (NBAF-S) 

13. O’Leary J (2018) PhD thesis (Cardiff University) Multi-dimensional mycelia interactions. 
(uk.bl.ethos.742895) (NBAF-B) 

14. Orland C (2018) PhD thesis (University of Cambridge) Assembly and functioning of microbial 
communities along terrestrial resource gradients in boreal lake sediments. (uk.bl.ethos.763686) 
https://doi.org/10.17863/CAM.32278 (NBAF-S) 

15. Ottonelli Rossato D (2018) PhD Thesis (Universidade Federal do Rio grande do Sul, Brazil) 
Dispersal, the key process to modulate ecological and evolutionary dynamics of butterflies 
(NBAF-ES)  

16. Palmer WH (2018) PhD Thesis (University of Edinburgh) Evolution and genetics of antiviral 
immunity in Drosophila. (uk.bl.ethos.756976) (NBAF-E)  

17. Shutt JD (2018) PhD Thesis (University of Edinburgh) Expanding a classic woodland food chain 
into a geographically variable food web. (uk.bl.ethos.743785) (NBAF-E)  

 

Chapters 

1. Crombie AT, Mejia-Florez NL, McGenity TJ, Murrell JC (2018) Genetics and ecology of isoprene 
degradation. In: Rojo F. (eds) Aerobic utilization of hydrocarbons, oils and lipids. Handbook of 
hydrocarbon and lipid microbiology. Springer, Cham (10.1007/978-3-319-39782-5_27-1) (NBAF-
EL) 

 

Other 
 

1. Adriaenssens EM, Farkas K, McDonald J, Allison HE, Jones D, McCarthy A (2018) talk: 
Metaviromics for the detection of pathogenic viruses from source to sink. VEGA Symposium at 
DOE JGI user meeting, San Francisco, USA, March 2018 (NBAF-L) 

2. Douterelo I, Calero C, Husband SP (2018) Conference proceedings: Monitoring biofilm 
communities in operational drinking water distribution systems and the impact on water quality. 
Proceedings of the 1st International Water DSA / CCWI Joint Conference in July 23-25 in 
Kingston, Ontario, Canada. (NBAF-S) 

3. Douterelo (2018). Poster and Talk. Applied biofilm ecology to inform management of drinking 
water distribution systems. International Society of Microbial Ecology (ISME 17). Leipzig, 
Germany (NBAF-S). 

4. Douterelo (2018). Talk. TWENTY 65 Conference. Manchester UK. Using advances in genetics 
for countering the effects of climate change in drinking water systems.  (NBAF-S)  

5. Douterelo, S. Husband, K. E. Fish, C. Calero and J. Boxall (2017). Talk. Water Quality 
Technology Conference, Portland, Oregon. Metagenomics put to work:  use of microbial genes to 
understand drinking water distribution systems. (NBAF-S)  

6. Garrett LJH, Myatt JP, Sadler JP, Dawson DA, Colbourne JK, Dickey RC, Weber SB, Reynolds 
SJ (2018) Poster: Within-population genetic mixing strategies drive panmixia in a highly social 
seabird. Evolution Montpellier 2018: Second Joint Congress on Evolutionary Biology, Corum 
Convention Center, Montpellier, France. 19–22nd August 2018.  (NBAF-S) 

7. Gervais L, Perrier C, Bernard M, Merlet J, Pemberton J, Pujol B, Quéméré E. RAD-sequencing 
for estimating GRM-based heritability in the wild: a case study in roe deer (2018) bioRXiv. 
(10.1101/496083) (NBAF-E)  

8. Lohse K (2018) talk: Modelling the genomic landscape of divergence and gene flow, Population 
genetics group meeting Bristol. (NBAF-E) 

9. Lohse K (2018) talk: Modelling the genomic landscapes of divergence and gene flow, ESEB 
meeting Montpellier, 08/2018. (NBAF-E) 

10. Lohse K (2018) talk: Charting the genomic landscapes of speciation – a tale of ugly statistics and 
pretty butterflies, Masaryk University Life Sciences Seminar Series, Brno, 10/2018. (NBAF-E) 
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11. Mumby H (2018) talk: Genetic and social relationships between elephants in the Associated 
Private Nature Reserve. Savanna Science Network Meeting. (NBAF-S) 

12. Watson GJ, Functional Ecology spotlight on Clark M (2018) “Winners” and “losers” in the 
Anthropocene: understanding adaptation through phenotypic plasticity. Functional Ecology 32, 
1906-1907 (10.1111/1365-2435.13108) (Joint NBAF-ES) 
 

13. Kender; the data are being put towards a NERC grant proposal for July 2019 round.  (NBAF-
L831) 
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2017 

[Joint] 

1. Crombie AT, Emery H, McGenity TJ, Murrell JC (2017) Draft genome sequences of three 
terrestrial isoprene-degrading Rhodococcus strains. Genome Announcements 5, e01256-17. 
(10.1128/genomeA.01256-17) (NBAF-EL)  

2. dos Remedios N, Küpper C, Székely T, Baker N, Versfeld W, Lee PLM (2017) Genetic isolation 
in an endemic African habitat specialist. Ibis 159, 792–802. (10.1111/ibi.12520) (NBAF-ES) 

3. Fecchio A, Svensson-Coelho M, Bell J, Ellis VA, Medeiros MC, Trisos CH, Blake JG, Loiselle 
BA, Tobias JA, Fanti R, Coffey ED, De Faria IP, Pinho JB, Felix G, Braga EM, Anciaes M, Tkach 
V, Bates J, Witt C, Weckstein JD, Ricklefs RE, Farias IP (2017) Host associations and turnover of 
haemosporidian parasites in manakins (Aves: Pipridae) Parasitology 144, 984–993. 
(10.1017/S0031182017000208) (NBAF-ES)  

4. Lonsdale ZN, Lee KD, Kyriakidou M, Amarasinghe HE, Nathanael D, O'Connor CJ, Mallon EB 
(2017) Allele specific expression and methylation in the bumblebee, Bombus terrestris. PeerJ 5, 
e3798. (10.7717/peerj.3798) (NBAF-EL) 

5. Pegoraro M, Marshall H, Lonsdale ZN, Mallon EB (2017) Do social insects support Haig's kin 
theory for the evolution of genomic imprinting? Epigenetics 12, 725–742. 
(10.1080/15592294.2017.1348445) (NBAF-EL) 

[NBAF-B] 
1. Calosi P, Melatunan S, Turner LM, Artioli Y, Davidson RL, Byrne JJ, Viant MR, Widdicombe S, 

Rundle SD (2017) Regional adaptation defines sensitivity to future ocean acidification. Nature 
Communications 8, 13994. (10.1038/ncomms13994) 

2. Clark MS, Sommer U, Sihra JK, Thorne MAS, Morley SA, King M, Viant MR, Peck LS (2017) 
Biodiversity in marine invertebrate responses to acute warming revealed by a comparative multi-
omics approach. Global Change Biology 23, 318–330. (10.1111/gcb.13357) 

 
[NBAF-E] 

1. Anderson C, Cunha L, Sechi P, Kille P, Spurgeon D (2017) Genetic variation in populations of the 
earthworm, Lumbricus rubellus, across contaminated mine sites. BMC Genetics 18, 97. 
(10.1186/s12863-017-0557-8) 

2. Campos J, Qiu S, Guirao-Rico S, Bergero R, Charlesworth D (2017) Recombination changes at 
the boundaries of fully and partially sex-linked regions between closely related Silene species 
pairs. Heredity 118, 395–403. (10.1038/hdy.2016.113)  

3. Coates CJ, Wyman M (2017) A denitrifying community associated with a major, marine nitrogen 
fixer. Environmental Microbiology 19, 4978–4992. (10.1111/1462-2920.14007)    

4. Cook N, Trivedi U, Pannebakker BA, Blaxter M, Ritchie MG, Tauber E, Sneddon T, Shuker DM 
(2015) Oviposition but not sex allocation is associated with transcriptomic changes in females of 
the parasitoid wasp Nasonia vitripennis. G3: Genes, Genomes, Genetics 5, 2885–2892. 
(10.1534/g3.115.021220)  

5. Cunha L, Thornber A, Kille P, Morgan AJ, Novo M (2017) A large set of microsatellites for the 
highly invasive earthworm Amynthas corticis predicted from low coverage genomes. Applied Soil 
Ecology 119, 152–155. (10.1016/j.apsoil.2017.05.029) 

6. Eyres I, Duvaux L, Gharbi K, Tucker R, Hopkins D, Simon JC, Ferrari J, Smadja CM, Butlin RK 
(2017) Targeted re-sequencing confirms the importance of chemosensory genes in aphid host race 
differentiation. Molecular Ecology 26, 43–58. (10.1111/mec.13818)   

7. Gruenheit N, Parkinson K, Stewart B, Howie JA, Wolf JB, Thompson CR (2017) A polychromatic 
'greenbeard' locus determines patterns of cooperation in a social amoeba. Nature Communications 
25, 14171. (10.1038/ncomms14171)  
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8. Hahn C, Genner MJ, Turner GF, Joyce DA (2017) The genomic basis of cichlid fish adaptation 
within the deepwater “twilight zone” of Lake Malawi. Evolution Letters 1, 184–198. 
(10.1002/evl3.20) 

9. Jeffries DL, Copp GH, Maes G, Lawson Handley L, Hänfling B (2017) Genetic evidence 
challenges the native status of a threatened freshwater fish (Carassius carassius) in England. 
Ecology and Evolution 7, 2871–2882. (10.1002/ece3.2831). 

10. Kim K-W, Bennison C, Hemmings N, Brookes L, Hurley LL, Griffith SC, Burke T, Birkhead TR, 
Slate J (2017) A sex-linked supergene controls sperm morphology and swimming speed in a 
songbird. Nature Ecology & Evolution 1, 1168–1176. (10.1038/s41559-017-0235-2) 

11. Lohse K (2017) Come on feel the noise – from metaphors to null models. Journal of Evolutionary 
Biology 30, 1506–1508. (10.1111/jeb.13109) 

12. Mable BK, Hagmann J, Kim S-T, Adam A, Kilbride E, Weigel D, Stift M (2017) What causes 
mating system shifts in plants? Arabidopsis lyrata as a case study. Heredity 118, 52–63 
(10.1038/hdy.2016.99) 

13. Mock T, Otillar RP, Strauss J et al (2017) Evolutionary genomics of the cold-adapted 
diatom Fragilariopsis cylindrus. Nature 541, 536–540. (10.1038/nature20803)  

14. Pascoal S, Mendrok M, Wilson AJ, Hunt J, Bailey NW (2017) Sexual selection and population 
divergence II. Divergence in different sexual traits and signal modalities in field crickets 
(Teleogryllus oceanicus) Evolution 71, 1614–1626. (10.1111/evo.13239) 

15. Schell T, Feldmeyer B, Schmidt H, Greshake B, Tills O, Truebano Garcia M, Rundle SD, Juraj 
Paule J, Ebersberger I, Pfenninger M (2017) An annotated draft genome for Radix auricularia 
(Gastropoda, Mollusca). Genome Biology and Evolution 9, 585–592. (10.1093/gbe/evx032) 

16. Sobczyk MK, Smith JAC, Pollard AJ, Filatov DA (2017) Evolution of nickel hyperaccumulation 
and serpentine adaptation in the Alyssum serpyllifolium species complex. Heredity 118, 31–41. 
(10.1038/hdy.2016.93) 

17. Stone GN, White SC, Csóka G, Melika G, Mutun S, Pénzes Z, Sadeghi SE, Schönrogge K, 
Tavakoli M, Nicholls JA (2017) Tournament ABC analysis of the western palaearctic population 
history of an oak gallwasp, Synergus umbraculus. Molecular Ecology 26, 6685–6703. 
(10.1111/mec.14372)  

18. Szitenberg A, Salazar-Jaramillo L, Blok VC, Laetsch DR, Joseph S, Williamson VM, Blaxter ML, 
Lunt DH (2017) Comparative genomics of apomictic root-knot Nematodes: hybridization, ploidy, 
and dynamic genome change. Genome Biology and Evolution 9, 2844–2861. 
(10.1093/gbe/evx201)  

19. Taylor ML, Rogers AD (2017) Primnoidae (Cnidaria: Octocorallia) of the SW Indian Ocean: new 
species, genus revisions and systematics. Zoological Journal of the Linnean Society 181, 70–97. 
(10.1093/zoolinnean/zlx003) 

20. Timmermans MJTN, Thompson MJ, Collins S, Vogler AP (2017) Independent evolution of sexual 
dimorphism and female-limited mimicry in swallowtail butterflies (Papilio dardanus and P. 
phorcas) Molecular Ecology 26, 1273–1284. (10.1111/mec.14012)  

21. Valderrama-Escallón E, Richardson JE, Kidner CA, Madriñán S, Stone GN (2017) Transcriptome 
mining for phylogenetic markers in a recently radiated genus of tropical plants (Renealmia L.f., 
Zingiberaceae). Molecular Phylogenetics and Evolution 119, 13–24. 
(10.1016/j.ympev.2017.10.001)  

22. Younger JL, Kao D, Rogers AD, Gharbi K, Miller KJ, Hart T (2017) the challenges of detecting 
subtle population structure and its importance for the conservation of emperor penguins. 
Molecular Ecology 26, 3883–3897. (10.1111/mec.14172)   
 

 
[NBAF-L] 

1. Arriero E, Wanelik KM, Birtles RJ, Bradley JE, Jackson JA, Paterson S, Begon M (2017) From 
the animal house to the field: Are there consistent individual differences in immunological profile 
in wild populations of field voles (Microtus agrestis)? PLoS One 12, e0183450. 
(10.1371/journal.pone.0183450)  

2. Bista I, Carvalho GR, Walsh K, Seymour M, Hajibabaei M, Lallias D, Christmas M, Creer S 
(2017) Annual time-series analysis of aqueous eDNA reveals ecologically relevant dynamics of 
lake ecosystem biodiversity. Nature Communications 8, 14087. (10.1038/ncomms14087) 
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3. Deiner K, Bik HM, Mächler E, Seymour M, Lacoursière-Roussel A, Altermatt F, Creer S, Bista I, 
Lodge DM, de Vere N, Pfrender ME, Bernatchez (2017) Environmental DNA metabarcoding: 
transforming how we survey animal and plant communities. Molecular Ecology 26, 5872–5895. 
(10.1111/mec.14350) 

4. Fisher RM, Henry LM, Cornwallis CK, Kiers ET, West SA (2017) The evolution of host-
symbiont dependence. Nature Communications 8, 15973. (10.1038/ncomms15973) 

5. Fonseca VG, Sinniger F, Gaspar JM, Quince C, Creer S, Power DM, Peck LS, Clark MS (2017) 
Revealing higher than expected meiofaunal diversity in Antarctic sediments: a metabarcoding 
approach. Scientific Reports 7, 6074. (10.1038/s41598-017-06687-x)  

6. Harrison E, Hall JPJ, Paterson S, Spiers AJ, Brockhurst MA (2017) Conflicting selection alters the 
trajectory of molecular evolution in a tripartite bacteria-plasmid-phage interaction. Molecular 
Ecology 26, 2757–2764. (10.1111/mec.14080)  

7. Lidbury IDEA, Fraser T, Murphy ARJ, Scanlan DJ, Bending GD, Jones AME, Moore JD, Goodall 
A, Tibbett M, Hammond JP, Wellington EMH (2017) The “known” genetic potential for 
microbial communities to degrade organic phosphorus is reduced in low pH soils. Microbiology 
Open 6, e00474. (10.1002/mbo3.474).  

8. Malik AA, Thomson BC, Whiteley AS, Bailey M, Griffiths RI (2017) Bacterial physiological 
adaptations to contrasting edaphic conditions identified using landscape scale metagenomics. 
mBio 8, e00799-17. (10.1128/mBio.00799-17) 

9. Morley D, Broniewski JM, Westra ER, Buckling A, van Houte S (2017) Host diversity limits the 
evolution of parasite local adaptation. Molecular Ecology 26, 1756–1763. (10.1111/mec.13917) 

10. Plan D, Sanz L, Whiteley G, Wagstaff SC, Harrison RA, Casewell NR, Calvete JJ (2017) What 
killed Karl Patterson Schmidt? Combined venom gland transcriptomic, venomic and antivenomic 
analysis of the South African green tree snake (the boomslang), Dispholidus typus. Biochinica et 
Biophysica Acta 18691, 814–823. (10.1016/j.bbagen.2017.01.020)  

11. Robertson FM, Gundappa MK, Grammes F, Hvidsten TR, Redmond AK, Lien S, Martin SAM, 
Holland PWH, Sandve SR, Macqueen DJ (2017) Lineage-specific rediploidization is a mechanism 
to explain time-lags between genome duplication and evolutionary diversification. Genome 
Biology 18, 111. (10.1186/s13059-017-1241-z)  

12. Thomason AG, Begon M, Bradley JE, Paterson S, Jackson JA (2017) Endemic hantavirus in field 
voles, northern England. Emerging Infectious Diseases 23, 1033–1035. (10.3201/eid2306.161607)   

13. Veltsos P, Fang Y, Cossins AR, Snook RR, Ritchie MG (2017) Mating system manipulation and 
the evolution of sex-biased gene expression in Drosophila. Nature Communications 8, 2072. 
(10.1038/s41467-017-02232-6)  

 
[NBAF-S] 

1. Almalki M, Kupán K, Carmona-Isunza MC, Lopez P, Veiga A, Kosztolányi A, Székely T, Küpper 
T (2016) Morphological and genetic differentiation among Kentish plover Charadrius 
alexandrinus populations in Macaronesia. Ardeola 64, 3–16. (10.13157/arla.64.1.2017.ra1) 

2. Ball AD, van Dijk RE, Lloyd P, Pogány A, Dawson DA, Dorus S, Bowie RCK, Burke T, Székely 
T (2017) Levels of extra-pair paternity are associated with parental care in penduline tits 
(Remizidae). Ibis 159, 449–455. (10.1111/ibi.12446). 

3. Barani-Beiranvanda H, Aliabadiana M, Irestedt M, Quc Y, Darvish J, Székely T, van Dijk RE, 
Ericson PGP (2017) Phylogeny of penduline tits inferred from mitochondrial and microsatellite 
genotyping. Journal of Avian Biology 48, 932–940 (10.1111/jav.01163). 

4. Booth Jones KA, Nicoll MAC, Raisin C, Dawson DA, Hipperson H, Horsburgh GJ, Groombridge 
JJ, Ismar SMH, Sweet P, Jones CG, Tatayah, V, Ruhomaun K, Norris K (2017) Widespread gene 
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2. Bradshaw PJ (2017) PhD Thesis (University of Exeter) Investigating variation in the life-history 
strategy of marine turtles. (NBAF-S) 
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studying the evolution of reproductive isolation: a contact zone between closely related field crickets in 
the genus Teleogryllus. (NBAF-EL) 

14. Murphy G (2017) PhD Thesis (University of Essex) Isoprene degradation in the terrestrial 
environment. (NBAF-EL) 



 17 

15. Paliwal D (2017) PhD Thesis (University of Reading) Identification and characterisation of new aphid 
killing bacteria for use as biological pest control agents. (NBAF-L) 

16. Powell G (2017) PhD Thesis (University of Swansea) Whose wood is it anyway? Interspecific 
interactions between saprotrophic Agaricomycetes and the impact on wood decomposition. (NBAF-L) 
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(2017) Season-long Sperm Storage and No Multiple Paternity in Green Turtles (Chelonia mydas) 
Nesting on Cousine Island, Seychelles. Marine Turtle Newsletter 154, 6-11. (NBAF-S) 
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1. Brennan AC, Hiscock SJ, Abbott RJ (2016) Genomic architecture of phenotypic divergence 
between two hybridizing plant species along an elevational gradient. AoB Plants 8, plw022. 
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